. Pairwise comparisons from random-effects Cox proportional hazard models for symbiont type and treatment. Significant p-values < 0.05 are shown in bold. Table S2 . Results of a permutation based generalised linear mixed model (PERMANOVA). Analyses were run the 32-month protein dataset for each coral species independently with 'Season' and 'Symbiont_Treatment' as fixed factors and 'Individual' as a random effect. Factors that were significant using a conservative p ≤ 0.01 (see methods -data analyses) are highlighted in bold. Table S3 . Pairwise comparisons with p-values ≤ 0.01 for significant main effects of the host protein analysis (Table S2) . Table S4 . Results of a permutation based generalised linear mixed model (PERMANOVA). Analyses were run on the 32-month dark-adapted photosynthetic yield (F v /F m ) dataset for each coral species independently with 'Season' and 'Symbiont_Treatment' as fixed factors and 'Individual' as a random effect. Factors that were significant using a conservative p ≤ 0.01 (see methods -data analyses) are highlighted in bold. Table S5 . Pairwise comparisons with p-values ≤ 0.01 for significant main effects of the darkadapted F v /F m analysis (Table S4) . Table S6 . ANOVA results for photosynthetic parameters measured in November 2005on remaining coral fragments. For each species, dark-adapted yield (F v /F m ), effective yield (F q '/F m '), and pressure over photosystem II (Qm) were analysed independently against fixed factor 'Symbiont_Treatment'. Main effects significant at p < 0.05 are highlighted in bold. Table S7 . Significant Tukey HSD post-hoc tests for independent single-factorial ANOVAs of the fixed factor 'Symbiont_Treatment' (Table S6) for dark adapted yield (F v /F m ), effective yield (F q '/F m '), and pressure over photosystem II (Qm) 
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